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Supplementary Figure 3. Manhattan plots depicting three pleiotropic Quantitative Trait Nucleotides
(QTN) for Days to maturity (DTA; top) and FHB Incidence (INC; bottom) on chromosomes 1A, 1D and
6B, detected in Morden 2015 (MDN15-1 dataset) and BDN16 environments by the multi-locus random
SNP-effect Mixed Linear Model (mrMLM) method deployed on an association mapping panel of 192
predominantly Canadian bread wheats. QTNIA 46-252 on chromosome 1A is represented by SNP
marker RAC875 ¢16391 426 co-located with an uncharacterized protein (7TraesCSI1A02G317000);
QTNID 49-255 on 1D is represented by Kukri ¢27717 316 and co-locates with a Pentatricopeptide
repeat-containing protein (1raesCS1D02G166700);, while QTN6B 59-262 on 6B is represented by
BobWhite ¢47347 420 and co-locates with an ATP synthase mitochondrial F1 complex assembly factor
1 (TraesCS6B02G311900). Note: The horizontal black dotted line denotes the significance threshold
(LOD=3), while pink dots above the threshold line represent QTN detected by more than one of the six
multi-locus methods




