Additional file 3. Assessment of the completeness, expressed as number of orthologs, of the
genome assembly and annotation for the 7EL chromosome fragment, and for matched
segments from chromosomes 7A, 7B and 7D of the wheat refseq v1.0 assembly [17], using

BUSCO v3 [16]. A total of 3278 near-universal single-copy orthologs were used for the

assessments.
BUSCO category 7EL 7A 7B 7D
Complete and 211 242 190 271
single copy
Complete and 20 2 6 2
duplicated
Fragmented 23 16 16 16
Missing 3024 3018 3066 2989




