
Supplementary FIG. 1. Comparison of introns in genes from the nucleomorphs of B. natans and the cryptomonad G. theta.  In four genes (top), homolo-
gous introns (red triangles) were found in both species. These introns were sought in representative green (Chalmydomonas reinhardtii) and red (Galdieria 
sulphuraria) genomes. Homolgous introns were found in rpl19 and rps9 genes from both lineages, in C. reinhardtii rps16 and G. sulphuraria rps17. C. 
reinhardtii rps17 and G. sulphuraria rps16 were not sufficiently conserved to interpret. Overall, we conclude that these intron positions are ancient within 
the green/red lineage and are likely retained for some functional purpose. In five other shared genes (bottom) introns are found in different positions (the 
rps27 introns are close, but not at the same position). The other six intron-containing genes in G. theta are not retained in the B. natans nucleomorph 
genome, and so cannot be compared.  


