CpG methylation changes associated with hyperglycemia in type 1 diabetes occur at angiogenic glomerular and retinal gene loci.
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Figure S1. Distribution of average HbA1c level in this study. The average of mean HbA1c level is approximately 7.7 with a few patients having an average HbA1c level great than 10.
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Figure S2. Sequencing Statistics and Quality Control. (A). Distribution of mean read coverage of samples. X-axis shows the log10 of read coverage with average read coverage of 15X. (B). Hierarchical clustering based on top 1% variable CpGs in chr1. DNA methylation profiles were used to perform the hierarchical clustering. Almost all the samples are well clustered with their paired longitudinal samples.
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Figure S3. Distribution of the DNA methylation changes between two time points for both male and female. Similar pattens of DNA methylation difference were observed for both male and female patients. 
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Figure S4. Volcano plot for the HbA1c associations. A suggestive p-value thresholds of 1e-4 is shown. Positive and negative associated signals were highlighted (i.e. hyper and hypo groups). The top hDMCs with p-value < 1e-5 were labelled, with associated genes or CpG coordinates displayed depends on whether the hDMCs were located at gene region or in intergenic regions. 
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Figure S5. Functional enrichment analysis of non-intergenic hDMCs. Genes associated with non-intergenic hDMCs were used to perform the GO enrichment analysis. (A) GO BP enrichment results. (B) Wikipathway and KEGG pathway enrichment results. The enriched items were ordered by p-values.
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