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Figure S1. Ni-NTA purification results of BLC230 sample. Samples were run on a 12%

acrylamide gel at 80V for 30 minutes and then at 100V for 20 minutes. The ladder was added in the first
well, followed by the cell lysate (CL). Washes are denoted as W, and elutions as E; the flowthrough was
added in the last well.

Bradford assay standard curve
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Figure S2. Standard curve for the Bradford Assay by targeting specific BSA concentrations. BSA was
used as the protein standard, and the well reaction volume was 200uL. 5x Bradford reagent was added
into the well, and the absorbance was read at 595nm. Line of best fit given is y= 0.0233x + 0.0047
(R?=0.996).



