[bookmark: _GoBack]Supplemental Table 1: Primer sequences used for quantification of gene expression by RT-qPCR.
	Gene description
	Gene ID1
	Forward primer
	Reverse primer 

	TaGAPDH
	TraesCS7B01G213300
	AACTGTTCATGCCATCACTGCCAC
	 AGGACATACCAGTGAGCTTGCCAT

	TaIAAox
	TraesCS2D01G248700
	CAAGCAGGATTTAAGCTCTGG
	GGGATGGACTAATTTCACAGGC

	Tahn-RNP-Q
	TraesCS2B01G409000
	TCACCTTCGCCAAGCTCAGAACTA
	 AGTTGAACTTGCCCGAAACATGCC

	TaPAL
	TraesCS1D01G039300
	GAGATGAGACCCAGAGAGAGTTGACA
	AAGGGAGCTGAGATTGCCATGG 

	TaCAD
	TraesCS5B01G209800
	CAAAAGATGGCACCTATTATTTCA
	GTCGTGATTTGTTGTTTATTTCCA

	TaACT
	TraesCS2B01G519100
	CATTTGCACCCTCGAGTAGC
	TCATCCTGCTACCGTCCTTC

	TaCOMT
	TraesCS5D01G488900
	TGAACGACAAGGTCATGCTGGAGA
	CAAACGCTGTCATTCCGTACGCTT

	TaCHS
	TraesCS5D01G488700
	TAATCCTTGCTAGTTTCCTCGAAT
	AAACACGCAACAAGTTTAGGTACA

	TaSGT
	TraesCS5B01G148300
	TGTGGAGAGAAAGGATGAGTACAA
	CTGAAATCACTGCCTACTTGCTTA

	TaPR5
	TraesCS4A01G296300
	TGCATACATTCGTACGCACA
	GCAAGAGCATTTTATTCATGCAC

	TaPR1a
	TraesCS5D01G447000
	TTCATCATCTGCAGCTACAACC
	CGGTACATATATACAGCCGGTCTAA

	TaWRKY3
	TraesCS2D01G269200
	TGCGACTAAACTGATGCG
	CTTTGCCATTACCGTCGTC

	TaPIN7-like
	TraesCS5D01G361600
	ACATAGCAATCACATTCCTGGT
	GACGACGATCAGCAGCAG

	TaIAA-AS
	TraesCS2D01G191800
	CTACTACAAGAGCGAGCAGTT
	GCACACCATCTGAGCATACA

	TaTDC
	TraesCS2A01G516500
	GCTTCGGATCAAGGCAAG
	CGTGTGTGCAAGATAAGCC

	FgGAPDH
	FGSG_06257
	TGACTTGACTGTTCGCCTCGAGAA
	ATGGAGGAGTTGGTGTTGCCGTTA

	Fg β-tubulin
	FGSG_09530
	GTTGATCTCCAAGATCCGTG  
	CATGCAAATGTCGTAGAGGG  

	FgEFα-1
	FGSG_08811
	CCTCCAGGATGCTACAAGA  
	CTCAACGGACTTGACTTCAG  

	Fg IPA decarboxylase
	FGSG_09834
	GGACCTCGTCAGCGTTTTC
	TCAGCGGTCAGAACCAGA

	FgTDC
	FGSG_05295
	CATCACGGTGAGGGTCAAC
	ACAAACCCGAATAGCAAACTT


1Gene ID are from IWGSC RefSeq Reference Genome and Annotation v1.0  for wheat [W4]) and Broad Institute WGS v2 for F. graminearum [32]
