	Phenotypic data set
	Phenotypic trait
	H2

	HD_RIL_Can 
	HD
	0.95 

	HD_DH_Can
	HD
	0.76

	HD_DH_UK
	HD
	0.92

	TW_RIL_Can 
	TW
	0.87

	TW_DH_Can
	TW
	0.13

	TW_DH_UK
	TW
	0.79

	SW_RIL_Can 
	SW
	0.77

	SW_DH_Can
	SW
	0.13

	SW_DH_UK
	SW
	0.64

	SS_RIL_Can 
	SS
	0.81

	SS_DH_Can
	SS
	0.15

	SS_DH_UK
	SS
	0.73

	%Inf_RIL_Can 
	%Inf
	0.92

	%Inf_DH_Can
	%Inf
	0.13

	%Inf_DH_UK
	%Inf
	0.84

	%Zero_DH_UK
	%Zero
	0.90



Supplementary file S5. Broad sense heritability values (H2) for honeydew production (HD), total sclerotia weight (TW), average sclerotia weight (SW), and average sclerotia size (SS) per spike, percentage infection (%Inf) and percentage zero (%zero). Screens were undertaken in Canada (Can) or in the UK (UK) on the Recombinant Inbred Line or Doubled Haploid populations.
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