Figure S2. A Gene expression analysis of twenty TaREM genes from published
RNA-Seq data. Relative gene expression is presented as a colored heat-map where
yellow color indicates up-regulated genes, blue color indicates down-regulated genes and
black color represents unchanged relative gene expression. Pearson’s based hierarchical
clustering algorithm is used to cluster REM genes and different perturbations based on
the pattern of gene expression. The color reflected the log ratio with yellow indicating
up-regulation and blue down-regulation.
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Triticum aestivum #of samples
F. graminearum study 19 (GA3) / F. graminearum study 19 (no hormones) 5/5
B. graminis study 5 (1dpi) / untreated leaf samples 3/3
B. graminis study 5 (1dpi) / P. striiformis study 4 (1dpi) 3/3
F. graminearum study 17 (Chinese Spring) / mock treated Chinese Spring rachis sa... 3/3
heat; simulated drought study 1 (1h) / simulated drought study 2 (1h) 212
heat study 3 (1h) / untreated leaf samples 212
heat; simulated drought study 1 (1h) / untreated leaf samples 2/2
heat; simulated drought study 1 (6h) / untreated leaf samples 212
heat study 3 (6h) / untreated leaf samples 212
P. graminis study 1 (MCCFC; 72hpi) / P. graminis study 1 (RKQQC; 72hpi) 3/3
heat; simulated drought study 1 (1h) / heat study 3 (1h) _ 212
simulated drought study 2 (6h) / untreated leaf samples 2/2
heat; simulated drought study 1 (6h) / heat study 3 (6h) 2/2
Z. tritici study 2 (4dpi) / mock treated leaf samples (4dpi) 2/2
B. graminis study 5 (2dpi) / untreated leaf samples 3/3
B. graminis study 5 (3dpi) / untreated leaf samples 3/3
P. graminis study 1 (MCCFC; 48hpi) / P. graminis study 1 (RKQQC; 48hpi) 3/3
P. striiformis study 4 (3dpi) / untreated leaf samples 3/3
P. striiformis study 4 (2dpi) / untreated leaf samples 3/3
simulated drought study 2 (1h) / untreated leaf samples 2/2
F. pseudograminearum study 3 (Chara; 3dpi) / mock treated coleoptile samples (Ch... 414
P. striiformis study 4 (1dpi) / untreated leaf samples 3/3
P. graminis study 1 (MCCFC; 12hpi) / P. graminis study 1 (RKQQC; 12hpi) 3/3
P. graminis study 1 (MCCFC; 12hpi) / mock treated leaf samples (Ohpi) 3/3
P. graminis study 1 (RKQQC; 12hpi) / mock treated leaf samples (Ohpi) 3/3
P. graminis study 1 (MCCFC; 24hpi) / mock treated leaf samples (Ohpi) 3/3
P. graminis study 1 (RKQQC; 24hpi) / mock treated leaf samples (Ohpi) 3/3
P. graminis study 1 (RKQQC; 48hpi) / mock treated leaf samples (Ohpi) 3/3
P. graminis study 1 (MCCFC; 48hpi) / mock treated leaf samples (Ohpi) 3/3
P. graminis study 1 (MCCFC; 72hpi) / mock treated leaf samples (Ohpi) 3/3
P. graminis study 1 (RKQQC; 72hpi) / mock treated leaf samples (Ohpi) 3/3
P. graminis study 1 (MCCFC; 96hpi) / mock treated leaf samples (Ohpi) 3/3
P. graminis study 1 (RKQQC; 96hpi) / mock treated leaf samples (Ohpi) 3/3
F. graminearum study 19 (ABA) / F. graminearum study 19 (no hormones) 5/5
phosphorus study 2 (no P for 10d; shoot) / untreated shoot samples (sufficient phos... 3/3
P. graminis study 1 (MCCFC; 96hpi) / P. graminis study 1 (RKQQC; 96hpi) 3/3
cold study 4 (Manitou; 14d) / untreated leaf samples (Manitou) 3/3
P. graminis study 2 (Columbus; 5dpi) / P. graminis study 2 (Columbus; Odpi) 3/3
P. graminis study 2 (Columbus; 2dpi) / P. graminis study 2 (Columbus; 0dpi) 3/3
microspore embryogenesis study 1 (karyokinesis) / microspore embryogenesis stu... 3/3
microspore embryogenesis study 1 (karyokinesis) / untreated uninuclear microspor... 3/3
heat; simulated drought study 1 (6h) / simulated drought study 2 (6h) 2/2
microspore embryogenesis study 1 (star-like structure) / untreated uninuclear micro... 3/3
phosphorus study 2 (no P for 10d; root) / untreated root samples (sufficient phosphat... 3/3
B. graminis study 5 (3dpi) / P. striiformis study 4 (3dpi) 3/3
B. graminis study 5 (2dpi) / P. striiformis study 4 (2dpi) 3/3
P. graminis study 1 (MCCFC; 24hpi) / P. graminis study 1 (RKQQC; 24hpi) . 3/3



