Supplementary Data

Supplemental Figure. 1 Pure cultures of fungal isolates selected from secondary screening
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Supplemental Figure. 2 Pure cultures of bacterial isolates selected from secondary screening
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Supplementary Figure. 3 (a) to (e): Phylogenetic tree of five selected lignin degrading fungal
strains based on neighbor joining criteria using MEGA-X. The percentage of replicate trees
associated taxa are clustered together using the bootstrap test (1000 replicates) are shown next to the
branches.
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Supplementary Figure. 4 (a) to (j): Phylogenetic tree of ten selected lignin degrading bacterial
strains based on neighbor joining criteria using MEGA-X. The percentage of replicate trees
associated taxa are clustered together using the bootstrap test (1000 replicates) are shown next to the

branches.
a) AORB9
100 Serratia sp. strain CT197
487'—’: Serratia sp. strain N3SM30c
7 ; Serratia sp. strain N3SM14
» Serratia sp. strain N3SM13
7 Serratia sp. strain PN2-B08P4
& Serratia sp. strain Sample 101
% Serratia proteamaculans strain Sample 143
= Serratia sp. strain Sample 43
Serratia proteamaculans strain Sample 46
Serratia proteamaculans strain Sample 38
AORB9
b) AORB37
—85|: Raoultella ornithinolytica strain WM1
100 Raoultella ornithinolytica strain WLK218

56

35

Raoultella planticola strain S25

34

Enterobacter sp. strain Pry2

Bacterium strain BS1334

Raoultella ornithinolytica strain 23

Raoultella ornithinolytica strain sch20

24

Raoultella ornithinolytica strain sch7
Klebsiella sp. strain H19

25

_|: Pseudocitrobacter faecalis strain JZY3-6
49 AORB37



d)

AORB10

56 Enterobacter sp. strain RPS39
66 Enterobacter sp. FIFR64

2 % Enterobacter sp. XBGRY7 16S

32
Enterobacter asburiae strain SSM1 16S

28

Enterobacter cancerogenus strain MiY-F

Enterobacter cancerogenus strain MiY-F

Enterobacter cancerogenus strain 42-a blue 16S
Enterobacter asburiae A2563 DNA
Enterobacter asburiae 1808-013

61 \—: Enterobacter sp. 18A13
39 AORB10

Enterobacter asburiae 17Nkhm-UP2

54
100

AORB12

_30: Raoultella ornithinolytica strain WM1
i MW485601.1:276-1434 Raoultella sp. strain DB-1
Raoultella ornithinolytica strain RG2-3 16S

Raoultella ornithinolytica strain 4625
Raoultella planticola strain R0-30 16S

30

30

30

Raoultella sp. strain Em-8a

— AORBI2
48— Klebsiella pneumoniae strain F41

Raoultella planticola strain ALK314

AORB25



4100: Enterobacter ludwigii strain JUQ409
66 Enterobacter sp. strain BT127

77 Enterobacter ludwigii strain M287
[ Enterobacter ludwigii strain CEB04
100 L—————— AORB25
Enterobacter ludwigii strain ER47
Enterobacter ludwigii strain Agri-23
79 Enterobacter sp. strain UYSB73
{ Enterobacter sp. strain UYSB58
f) AORB46
78 Raoultella ornithinolytica strain RT1902
J‘E Raoultella sp. strain Em-7a
78 Raoultella ornithinolytica JCM 7523
78 Raoultella ornithinolytica strain WLK218
AORB46
4781; Raoultella ornithinolytica strain NCTC13096
100 Raoultella ornithinolytica strain NCTC8846
Raoultella ornithinolytica strain MG
,7 Raoultella ornithinolytica strain YDC775 2
78 |_: Raoultella sp. X13
78 Raoultella ornithinolytica strain FDAARGOS 431
g) AORB28
67 Serratia marcescens strain WVU-009
64 L

45

Serratia nematodiphila strain DH-S01
Serratia sp. strain VITSHJ3

Serratia nematodiphila strain SR5-29

90

Serratia marcescens strain VITMSJ29

36

CP050960.1:250094-251264 Serratia marcescens strain FDAARGOS_659

Serratia marcescens strain FY

Serratia sp. strain WA12 1-18
— Serratia marcescens strain AS09

60 —— AOR 28

h) AORB55

Serratia marcescens strain WVU-006



51

51 Enterobacter cloacae strain RHBSTW-00508
JE Enterobacter hormaechei strain RHBSTW-00564

Enterobacter cloacae complex sp. strain AR 0072

51

Enterobacter hormaechei subsp. oharae strain FDAARGOS 1533

100

Enterobacter hormaechei strain 49589CZ

55

Enterobacter hormaechei subsp. oharae strain DSM 16687

AORB55

Enterobacter sp. strain WA14-2-10

Enterobacter hormaechei strain EN-314T
— Enterobacter cloacae isolate 108

i) AORB19

54

61

100

47— Enterobacter bugandensis STNO717-56

) Serratia liquefaciens strain FG3
L Serratia proteamaculans strain 336X

AORB37

53

Serratia proteamaculans strain 28F

62

Serratia proteamaculans strain G

Serratia proteamaculans strain 1A

Serratia proteamaculans strain P4 BAIR

Serratia sp. P2ACOL2 chromosome complete genome
— Serratia liquefaciens strain H 15-1

j) AORB48

51 L—— Serratia liquefaciens strain H13-1



43

e

40

28

32

26

30

—

Bacillus sp. enrichment culture clone S16
Bacillus sp. (in: Bacteria) strain Pm-B2
Bacillus cereus strain SCS61

Bacillus sp.strain 9BB1

Bacillus cereus strain BS34

Bacillus cereus strain BS24

Bacillus sp. Til

Bacillus paranthracis strain B73B
Bacillus sp.strain R66

AORB48

Bacillus thuringiensis strain LGR-3



