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[bookmark: _GoBack]Figure S1: Putative CDS structure of Lus10019895 and alignment with Arabidopsis TerC and GST proteins. A) Lus10019895 is 4467 bp long and contains 20 CDS (yellow arrows). The first 14 CDS of the gene code for a thylakoid membrane protein, TerC, while the last six exons code for a Glutatione-S transferase. Coloured boxes indicate identical amino acid residues. B) Alignment of Arabidopsis TerC (XP020876262) and the first 14 putative exons in Lus10019895 with 80% amino acid similarity. B) Alignment of Arabidopsis GST protein At5g02780 and the last six CDS of Lus10019895, showing 75% amino acid similarity
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